A Gram-positive-staining, non-motile, rod-or coccoid-shaped bacterium, strain CLG T , was isolated from beach sand from Lianyungang, Jiangsu Province, PR China. The organism grew optimally at 30 6C and pH 7.0. Strain CLG T contained L-Lys-D-Asp as the peptidoglycan type and galactose, rhamnose and xylose as the whole-cell sugars. It contained anteiso-C 15 : 0 and iso-C 15 : 0 as the major fatty acids. The major polar lipids were diphosphatidylglycerol, phosphatidylglycerol, phospholipid, phosphatidylinositol, three phosphoglycolipids and one unidentified lipid. The DNA G+C content was 70.3 mol%. The 16S rRNA gene sequence similarity of strain CLG T with Isoptericola dokdonensis DS-3 T was 99.4 % but the DNA-DNA relatedness between strain CLG T and I. dokdonensis DS-3 T was 58.7 %. There were also many phenotypic properties that distinguished strain CLG T from recognized species of the genus Isoptericola. The results showed that strain CLG T represents a novel species of the genus
Isoptericola. The results showed that strain CLG T represents a novel species of the genus Isoptericola, for which the name Isoptericola jiangsuensis sp. nov. is proposed. The type strain is CLG T (5DSM 21863 T 5CCTCC AB208287 T ).
The genus Isoptericola was proposed by Stackebrandt et al. (2004) for the misclassified species Cellulosimicrobium variabile (Bakalidou et al., 2002) . The genus Isoptericola currently comprises four species with validly published names: Isoptericola variabilis (Stackebrandt et al., 2004) , Isoptericola hypogeus (Groth et al., 2005) , Isoptericola halotolerans (Zhang et al., 2005) and Isoptericola dokdonensis (Yoon et al., 2006) .
Strain CLG T was isolated from beach sand with colloidal chitin as a sole carbon source. Morphological, physiology and biochemical studies were performed by using trypticase soy agar (TSA) at 30 u C. Morphology and motility were examined by light microscopy (WHK 10/20L; Olympus) and transmission electron microscopy (H-7650; Hitachi) using cells from the exponential-growth phase. The temperature range for growth was tested at 4, 10, 30, 37, 42 and 45 u C on TSA. The pH range for growth was determined in nutrient broth adjusted to various pH values (pH 3.5-10.5 at intervals of 0.5 pH units) with HCl or Na 2 CO 3 . NaCl tolerances were tested in trypticase soy broth with different NaCl concentrations (0, 0.5, 1.0-10.0 %, w/v, in intervals of 1.0 %). Standard physiological tests were performed according to the methods described by Lányí (1987) . Susceptibility to antibiotics was tested on TSA plates using antibiotic discs containing (mg per disc unless otherwise stated): gentamicin (30), chloramphenicol (100), kanamycin (30), ampicillin (10), streptomycin (50), tetracycline (30), penicillin G (10 U), rifampicin (50) and erythromycin (15). Metabolic properties were tested using API 50 CHB/E test kits (bioMérieux) according to the manufacturer's instructions.
Growth of strain CLG
T was aerobic and cells stained Grampositive. Both coccoid-and rod-shaped cells were observed, but neither flagella nor spores were found. Orange colonies with a smooth surface and diameter of 0.5-2.0 mm formed on TSA after incubation for 48 h at 30 u C. Strain CLG T could grow at 10-42 u C (optimum 30 u C), at pH 5-10.5 (optimum pH 7.0) and with 1-10 % NaCl (optimum 2 %). Detailed physiological and biochemical characteristics of the strain are given in Table 1 and the species description.
The chemotaxonomic characteristics of strain CLG T were determined using cells cultured on TSA. The elucidation of the peptidoglycan structure was carried out as described by Schleifer (1985) and Schleifer & Kandler (1972) with the modification that TLC was performed with cellulose 
Ampicillin (10 mg)
instead of chromatography paper. Quantitative analysis of amino acids was carried out by GC and GC/MS according to MacKenzie (1987) . For analysis of the cell-wall sugars, the cell-wall preparation was hydrolysed in 1 M H 2 SO 4 (2 h at 100 u C). H 2 SO 4 was removed by 20 % N,Ndioctylmethylamine in chloroform according to Whiton et al. (1985) and the sugars were analysed by TLC on cellulose plates according to the method described by Staneck & Roberts (1974) . Analysis of cellular fatty acids and polar lipids were carried out by the Identification Service of the DSMZ, Germany.
The total hydrolysate of the peptidoglycan of strain CLG T contained alanine, aspartic acid, glutamic acid and lysine. In addition, the peptide L-Lys-D-Asp was detected, which was stable under the conditions of hydrolysis (100 u C, 4 M HCl, 16 h). Quantitative analysis of the peptidoglycan amino acids by GC showed that strain CLG T contained alanine, aspartic acid, glutamic acid and lysine in the ratio of 0.9 : 0.3 : 1.0 : 0.3. The reduced amounts of lysine and aspartic acid were due to the occurrence of the stable peptide L-Lys-D-Asp. Hydrolysis under stronger conditions (150 uC, 6 M HCl, 16 h) hydrolysed the peptide L-Lys-DAsp to a greater extent and the quantitative analysis showed a ratio for alanine, aspartic acid, glutamic acid and lysine of 0.9 : 0.4 : 1.0 : 0.5. Peptides of L-Ala-D-Glu, D-Asp-L-Lys-D-Ala and L-Lys-D-Ala were detected after a partial hydrolysis (100 u C, 4 M HCl, 45 min). From these data, it was concluded that strain CLG T exhibited peptidoglycan type A4a, based on L-Lys-D-Asp, which was the same as that found in I. dokdonensis, I. halotolerans and I. variabilis but different from that of I. hypogeus.
The whole-cell sugar content was found to be galactose with traces of rhamnose and xylose, which was different from those of the other species of the genus Isoptericola. Strain CLG T contained diphosphatidylglycerol, phosphatidylglycerol, phospholipid, phosphatidylinositol, three phosphoglycolipids and one unidentified lipid. The fatty acid profile (.0.5 % of total fatty acids) of strain CLG T comprised the branched fatty acids anteiso-C 15 : 0 (60.06 %), iso-C 15 : 0 (14.29 %), anteiso-C 17 : 0 (5.44 %), iso-C 13 : 0 (3.98 %), iso-C 14 : 0 (3.40 %), iso-C 16 : 0 (1.39 %), iso-C 17 : 0 (1.09 %) and anteiso-C 13 : 0 (0.57 %) and the straight-chain fatty acids C 16 : 0 (3.13 %), C 15 : 0 (2.64 %), C 17 : 0 (1.24 %), C 14 : 0 (1.17 %) and C 13 : 0 (0.54 %). This fatty acid profile was similar to those of the other recognized species of the genus Isoptericola (Table 2) .
To establish the phylogenetic position of strain CLG T , its 16S rRNA gene sequence was determined. Genomic DNA extraction and PCR amplification were performed using universal primers according to the method of Ausubel et al. (1999) T and I. variabilis MX5 T were 99.4, 98.1, 98.4 and 98.7 %, respectively. In a phylogenetic tree based on the neighbour-joining algorithm (Saitou & Nei, 1987) , strain CLG T and I. dokdonensis DS-3 T formed an independent cluster at a bootstrap value of 98 % (Fig. 1) .
The DNA G+C content of strain CLG T was determined by the thermal denaturation method (Marmur & Doty, 1962) using Escherichia coli K-12 as a reference (DNA G+C content, 50 mol%) and the method of De Ley (1970) . The result showed that DNA G+C content of strain CLG T was 70.3 mol%, close to those of other species of the genus Isoptericola.
In order to further investigate the relationship between strain CLG T and I. dokdonensis DS-3 T , a DNA-DNA hybridization experiment between the two strains was performed using the method of thermal denaturation and reassociation , a UV spectrophotometer (Lambda 35; Perkin Elmer) and temperature controller (PTP-6; Perkin Elmer). The DNA-DNA relatedness value between strain CLG T and I. dokdonensis DS-3 T was 58.7 %.
On the basis of the data presented, strain CLG T represents a novel species of the genus Isoptericola, for which the name Isoptericola jiangsuensis sp. nov. is proposed.
Description of Isoptericola jiangsuensis sp. nov.
Isoptericola jiangsuensis (ji.ang.su.en9sis. N.L. masc. adj. jiangsuensis referring to Jiangsu, East Province, PR China, from where the organism was first isolated).
Cells are Gram-positive-staining, coccoid-or rod-shaped, non-motile and have no spores. Colonies on TSA are orange, circular, convex, smooth and 1.0-2.0 mm in diameter after 48 h incubation at 30 u C. Optimum growth occurs at 30 u C, at pH 7.0 and with 2 % (w/v) NaCl. In addition to the characteristics presented in Table 1 , H 2 S and indole are not produced and the type strain gives a negative result for the methyl red and Voges-Proskauer tests. The cell-wall peptidoglycan type is L-Lys-D-Asp. The whole-cell sugars are mainly galactose with traces of rhamnose and xylose. The major fatty acids (.10 % of total) are anteiso-C 15 : 0 and iso-C 15 : 0 . The major polar lipids are diphosphatidylglycerol, phosphatidylglycerol, phospholipid, phosphatidylinositol, three phosphoglycolipids and one unidentified lipid.
The type strain, CLG T (5DSM 21863 T 5CCTCC AB208287 T ), was isolated from beach sand in Jiangsu, PR China. The DNA G+C content of the type strain is 70.3 mol%. 
